The gene encoding the chicken homologue of the rat CC-AAT/Enhancer Binding protein C/EBPa (1, 2) was cloned and sequenced. The strategy consisted of the screening of a chicken liver cDNA library with a rat C/EBP clone yielding a partial cDNA (3), which in turn served as a probe to screen a chicken genomic DNA library. Of two independent clones, a 1686-bp region covering the C/EBP gene was sequenced. Comparative sequence analysis shows that the derived 324-amino acid chicken C/EBP sequence is highly similar (68.5%) to the 358-residue C/EBPa sequence of rat ( Figure 1 ). The C-terminal moieties constituting the basic, DNA-binding and leucine zipper, dimerisation domains are virtually identical (94%). The N-terminal moieties are partially conserved (59%); three highly conserved regions, designated I, II and Ill (Figure 1) , can be distinguished and may correspond to individual functional domains. Our conserved region I coincides with the N-terminal trans-acting sequence defined in rat C/EBPa. Regions II and III map in a region of which the function is not clear (4, 5). The conserved regions revealed in our investigations may help to further define the functional domains. Chicken C/EBP differs notably from the rat C/EBPa in not having the proline and glycine stretches lying between the conserved regions.
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